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<110> APPLICANT: TUMER, NILGUN E. 
DINMAN, JONATHAN D. 
HUDAK, RATAL IN A. 
<120> TITLE OF INVENTION: VIRUS-RESISTANT TRANSGENIC PLANTS 
<130> FILE REFERENCE: OCIRS 3.3-072 
<140> CURRENT APPLICATION NUMBER: 09/869,176 
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130 aag gac ttg taa 1164 
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135 <210> SEQ ID NO: 2 

136 <211> LENGTH: 387 

137 <212> TYPE: PRT 

138 <213> ORGANISM: Saccharomyces cerevisiae 
140 <400> SEQUENCE: 2 
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